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PATENT APPLICATION: US/09/555 , 342A 



DATE: 10/23/2001 
TIME: 10:57:38 



Input Set : A:\so5025us.txt 

Output Set: N:\CRF3\10232001\l555342A.raw 



Does Not Comply 
Corrected Diskette Needed 



3 <110> APPLICANT: CHUGAI SEIYAKU KABUSHIKI KAISHA 

5 <120> TITLE OF INVENTION: cDNA and deduced amino acid sequence in human fetus 
chondrocytes 

8 <130> FILE REFERENCE: CGS98-04PCT 



> 10 <141> CURRENT FILING DATE: 2000-05-26 

10 <160> NUMBER OF SEQ ID NOS : 22 
12 <170> SOFTWARE: Patentin Ver. 2.0 



ERRORED SEQUENCES 

301 <210> SEQ ID NO: 2 

302 <211> LENGTH: 1045 

303 <212> TYPE: PRT 

304 <213> ORGANISM: Homo sapiens 

306 <400> SEQUENCE: 2 

307 Met Gly Glu lie Glu Gin Arg Pro Thr Pro Gly Ser Arg Leu Gly Ala 

308 1 5 10 15 

310 Pro Glu Asn Ser Gly lie Ser Thr Leu Glu Arg Gly Gin Lys Pro Pro 

311 20 25 30 

313 Pro Thr Pro Ser Gly Lys Leu Val Ser lie Lys lie Gin Met Leu Asp 

314 35 40 45 

316 Asp Thr Gin Glu Ala Phe Glu Val Pro Gin Arg Ala Pro Gly Lys Val 

317 50 55 60 

319 Leu Leu Asp Ala Val Cys Asn His Leu Asn Leu Val Glu Gly Asp Tyr 

320 65 70 75 80 

322 Phe Gly Leu Glu Phe Pro Asp His Lys Lys lie Thr Val Trp Leu Asp 

323 85 90 95 

325 Leu Leu Lys Pro lie Val Lys Gin lie Arg Arg Pro Lys His Val Val 

326 100 105 110 

328 Val Lys Phe Val Val Lys Phe Phe Pro Pro Asp His Thr Gin Leu Gin 

329 115 120 125 

331 Glu Glu Leu Thr Arg Tyr Leu Phe Ala Leu Gin Val Lys Gin Asp Leu 

332 130 135 140 

334 Ala Gin Gly Arg Leu Thr Cys Asn Asp Thr Ser Ala Ala Leu Leu lie 

335 145 150 155 160 

337 Ser His lie Val Gin Ser Glu lie Gly Asp Phe Asp Glu Ala Leu Asp 

338 165 170 175 

340 Arg Glu His Leu Ala Lys Asn Lys Tyr lie Pro Gin Gin Asp Ala Leu 

341 180 185 190 

343 Glu Asp Lys lie Val Glu Phe His His Asn His lie Gly Gin Thr Pro 

344 195 200 205 

346 Ala Glu Ser Asp Phe Gin Leu Leu Glu lie Ala Arg Arg Leu Glu Met 

347 210 215 220 

34 9 Tyr Gly lie Arg Leu His Pro Ala Lys Asp Arg Glu Gly Thr Lys lie 
350 225 230 235 240 

352 Asn Leu Ala Val Ala Asn Thr Gly He Leu Val Phe Gin Gly Phe Thr 
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410 
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675 










680 










685 








436 


Leu 


Met 


His 


Tyr 


Lys 


Gin 


Val 


Leu 


Glu 


Arg 


Leu 


Cys 


Lys 


His 


His 


Pro 


437 
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440 


705 
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715 










720 


442 


Thr 


Glu 


Met 


Val 


Ala 


Gin 


Leu 


His 
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Trp 


Gly 


Val 


Pro 


His 


Cys 


Leu 


Thr 


Leu 


Arg 


Gly 


Gin 


Arg 


Gin 


461 








820 










825 










830 






463 


Ser 


He 


He 


Val 


Ala 


Ala 


Ser 


Ser 


Arg 


Ser 


Glu 


Met 


Glu 


Lys 


Trp 


Val 


464 






835 










840 










845 








466 


Glu 


Asp 


He 


Gin 


Met 


Ala 


He 


Asp 


Leu 


Ala 


Glu 


Lys 


Ser 


Ser 


Ser 


Pro 


467 




850 










855 










860 










469 


Ala 


Pro 


Glu 


Phe 


Leu 


Ala 


Ser 


Ser 


Pro 


Pro 


Asp 


Asn 


Lys 


Ser 


Pro 


Asp 


470 


865 










870 










875 










880 


472 


Glu 


Ala 


Thr 


Ala 


Ala 


Asp 


Gin 


Glu 


Ser 


Glu 


Asp 


Asp 


Leu 


Ser 


Ala 


Ser 


473 










885 










890 










895 
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Trp 
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E--> 500(^2^/D^^ 1030 1035 1040 

502 Glu Ser Leu Val Tyr 

503 1045 
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L:10 M:270 C: Current Application Number differs, Replaced Current Application No 

L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:500 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:2 

L:508 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 3 

L:512 M:283 W: Missing Blank Line separator, <400> field identifier 

L:518 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 4 

L:522 M:283 W: Missing Blank Line separator, <400> field identifier 

L:528 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 5 

L:532 M:283 W: Missing Blank Line separator, <400> field identifier 

L:538 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 6 

L:542 M:283 W: Missing Blank Line separator, <400> field identifier 

L:548 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 7 

L:552 M:283 W: Missing Blank Line separator, <400> field identifier 

L:558 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 8 

L:562 M:283 W: Missing Blank' Line separator, <400> field identifier 

L:568 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 9 

L:572 M:283 W: Missing Blank Line separator, <400> field identifier 

L:578 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:10 

L:582 M:283 W: Missing Blank Line separator, <400> field identifier 

L:588 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 11 

L:592 M:283 W: Missing Blank Line separator, <400> field identifier 

L:598 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 12 

L:602 M:283*W: Missing Blank Line separator, <400> field identifier 

L:608 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 13 

L:612 M:283 W: Missing Blank Line separator, <400> field identifier 

L:618 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 14 

L:622 M:283 W: Missing Blank Line separator, <400> field identifier 

L:628 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 15 

L:632 M:283 W: Missing Blank Line separator, <400> field identifier 

L:638 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:16 

L:642 M:283 W: Missing Blank Line separator, <400> field identifier 

L:648 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 17 

L:652 M:283 W: Missing Blank Line separator, <400> field identifier 

L:658 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:18 

L:662 M:283 W: Missing Blank Line separator, <400> field identifier 

L:668 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:19 

L:672 M:283 W: Missing Blank Line separator, <400> field identifier 

L:678 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:20 

L:682 M:283 W: Missing Blank Line separator, <400> field identifier 

L:688 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:21 

L:692 M:283 W: Missing Blank Line separator, <400> field identifier 

L:698 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:22 

L:702 M:283 W: Missing Blank Line separator, <400> field identifier 
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